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Trace Score Report
Trace Score is the average basecall quality value of bases in the post-trim sequence.
Trace score : N =49, Range =12 - 43, Median = 39, Mean = 37, StandardDev =6
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Trace Score Report
Trace Score is the average basecall quality value of bases in the post-trim sequence.
Trace score : N =49, Range =12 - 43, Median = 39, Mean = 37, StandardDev =6
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