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 I am a Principle Investigator in the Molecular Breeding and Biodiversity group in the Genetics 
Department, Stellenbosch University. My teaching and research focus is Molecular Population and Evolutionary Genetics 

of Marine and Aquatic species with aim to incorporate data on population and demographic estimates into management 

and conservation of commercially important species. My experience in genetic data analysis ranges from the basic tools 

for population data analysis to more advanced methods in which genetic data are simulated to infer biological and 

evolutionary historical processes over a broad range of organisms including marine species, plant pathogens and 
livestock animals. I also have an interest in Wildlife Forensics and have acted as an expert witness in several court 

cases regarding the prosecution of abalone poachers. I am currently supervising a total of 9 postgraduate projects (4 

PhDs, 3 MSc and 1 HonsBSc) of which five are relating to population genetic structure, evolutionary history and 

reproductive biology of elasmobranchs. Other projects include population structure assessment of aquaculture species, 

molecular characterization of the black soldier fly and genetic mapping and transcriptomic profiling of dwarf traits in 

apple. 
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